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1 PUBLISHABLE SUMMARY 

ToBRFV belongs to the genus of tobamoviruses, having a host range containing tomato, pepper plants 
(with no L resistance allele) and some Solanaceae weeds. As all tobamoviruses, ToBRFV is a 
mechanically transmitted seed-borne virus. ToBRFV-infected tomato plants show symptoms on the 
leaves, such as interveinal yellowing, mosaic patterns, shape abnormalities and necrosis, and on the 
fruits, such as discoloration, shape abnormalities and eventually necrosis. ToBRFV was detected in a 
cultivation of tomato hybrids carrying Tm-22 resistance conferring gene, indicating the ineffectiveness 
of this gene against ToBRFV. After the first identification in Israel and in Jordan in 2014, ToBRFV has 
been reported in recent years in Germany, Italy, the UK, Greece, the Netherlands, Spain, and Turkey. 
In 2019 the virus was added to the EPPO alert list and emergency measures are currently in force in 
the EU. Characterization of ToBRFV disease with respect to plant defense response to the virus could 
enhance interventions and possible mitigation of disease manifestations. 

  


